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A corrigendum on
Flux balance analysis reveals acetate metabolismmodulates cyclic electron flow and alternative
glycolytic pathways in Chlamydomonas reinhardtii
by Chapman, S. P., Paget, C. M., Johnson, G. N., and Schwartz, J.-M. (2015). Front. Plant Sci. 6:474.
doi: 10.3389/fpls.2015.00474
Reason for Corrigendum:
There was a mistake with the naming of the genome-scale metabolic model of Chlamydomonas
reinhardtii originally published in Molecular Systems Biology in 2011 (Chang et al., 2011). In our
article there are 10 instances where we refer to the model as iCR1080, however the correct name
should be iRC1080, named after the initials of the researcher who reconstructed it. The authors
apologize for the mistake. This error does not affect the scientific conclusions of the article in
any way.
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